CORE 1: STANFORD

I Design OBO infrastructure and host OBO at Stanford

1. User Authentication and Authorization

2. Define user roles

3. Define and implement user capabilities: upload, search, edit, etc.

4. Create user registration mechanism. 

5. Create OBO Web interfaces

6. Define validations that occur upon upload, and implement.

7. Design and implement workflow related to submitting ontologies to OBO, assigning them to ontology librarian, review, validations, etc.

8. Define initial strategy for handling different versions of an OBO ontology.

II Ontology Metadata and Repository 

i. Ontology Metadata 

1. For a list of metadata to capture for an ontology see OBO Metadata. 

2. Define the ontology metadata file. 
Phase I: the ontology metadata will be defined and fixed for this phase. 
Question: There was a discussion on 3 types of metadata: 

a. For full service. Users use our site as central repository. 

b. For partial service: Users maintain their own repository and use ours whenever a major release occurs. 

c. No service: Just point to a url. 
No resolution yet.

Plan for future whereby anybody could use a metadata ontology file that they have created and the UI can render it  and a provision will be there in the portal to be able to download the instance data that they enter in owl format. 

Allow instance data to be submitted as an owl file if users don’t want to click through web pages or enter data in web forms. 

ii. Repository 

1. Upload 

a. Upload facility will be provided to upload the ontology file. 

b. The files uploaded will be put in a “holding area” till a OBO librarian validates it. 


An email will be sent to OBO librarian when a new file is uploaded. Once the ontology is validated an email will be sent to the user who uploaded the file. 
Phase I Only OBO librarian can review an ontology. 
Phase II/Phase III: Anybody can review/rate an ontology. Not sure how to do this at this point. Maybe Kaustub’s knowledge zone can be used as a start. 

c. A file uploaded in owl,obo or protégé format will have validations, alignment and indexing. However we will allow any file format to be uploaded, but not indexed or aligned or validated. 

d. If a user chooses to just have a “pointer” to the actual ontology, there will be a provision to do this. 
However such “pointers” will only be searchable through the ontology metadata and will not be slurped or indexed or aligned.

2. OBO librarian review 

a. A OBO librarian will have the ability to review an ontology.will have a view where he can validate the ontology and mark it as a “good” ontology. 

b. See the list of ontologies. Some ontologies will be marked as “not validated by OBO librarian”. 
Picks an ontology and “reviews” it.
Define the parameters/criteria that will be used by the OBO librarian to review the ontology. Is it just a remarks textbox? 

c. consistency checking (i.e. is the ontology formally consistent) 

d. **Phase I: OBO librarian will categorize them into various categories for better grouping 

e. The files not validated by the OBO librarian will still be searchable. 

3. Indexing And aligning 

a. The files will be indexed using protégé api, obo api and lexgrid api. 

4. Versioning 

a. Provision to version the files. 
Phase I Only the user who has uploaded the file can create versions of it. In case another user needs to check in a different version he lets the ontology developer and OBO librarian know through email. 
Phase II Notion is that he can then become administrator of his own ontology and manage user access to this ontology. 

b. A provision to view all ontologies and get the latest version will be provided. 

c. A file needs to be “checked out” before a new version can be “checked in”. 
Phase I: Allow only the user who has uploaded the file to “Check out” the file and upload a newer version. 
If another user wants to actually to create a new version an email facility will be provided to communicate with the owner of the file. 
Phase II: Allow other users to check out and check in. 

d. When a new version is checked in, an ability to view all versions and get any version will be provided. 

e. Phase I: The new version will have to be in the same format as the original file 
Phase II/Phase III: It could be in other formats as long as we find a way to keep “Global identifiers” really “global” (How do we achieve this?). 
Currently if you see geneontology.obo and get an owl format from obo edit it does not seem to maintain the identifiers (id space and namespace). 
This needs the tools that edit these ontologies(protégé, lexgrid(?), OboEdit) to actually come together. . 

f. Phase I: Textual diff between versions. 
Phase I/Phase II: Diffs/Alignment using “Prompt” between versions. 

5. Validation 

a. Some basic validation will occur in the background after the file is uploaded: 

b. Check if it’s well-formed and if there is problem indexing. 

c. Consistency checking (i.e. is the ontology formally consistent) 
[Barry's input on the above] 
These are two related questions: Are there tools/methodology for checking? 
What is the result of such checking? (If there are no tools, what is the result of a quick manual check?) 

d. Use namespace and id space depending on the format to figure out if the ontology has already been uploaded. Phase I: We can definitely figure out using the id space and URN to uniquely identify an ontology ie. If the same file is uploaded in 2 different formats we will consider them as separate ontologies. 
Phase II: We should be able to figure out irrespective of the format if the ontology exits in the system. Question: How do we do this? Maybe we internally convert to some 
format to figure this? Use Prompt to figure out the similarities. 
If we do find that the file exists do we try to figure that this is a different version? If it is then what is the action taken? As we have said only the person who uploads the file can 
create newer version we can notify the owner? 
What do we do when a conflict or failure occurs in validation? Send a notification to the person who has uploaded and the OBO librarian. Is there anything else? 

e. Phase II: Use PromptDiff to figure out that it is a version. 

f. Phase I/Phase II: We will use “Prompt” to align ontologies so that we can add value during search that can provide more information about how 2 ontologies differ or are the 
same. We can align ontologies in the background and make search smarter. 
Please Note that currently Prompt works with owl format and native protégé format. We may need conversion to owl format which means files have to maintain integrity during conversions. 

III Searching 

1. User comes in to search page without any parameters defined. We intelligently list those using categories. See the ones marked with ** 

2. http://www.ebi.ac.uk/ontology-lookup/ is model for basic single ontology search 

3. Searching across ontologies 


IV Integrating OBD and OBD 

1. Instance data can be created only for ontologies in the OBO. 


V Discussion List 

1. Draft initial functionality of a discussion list for OBO ontology developers. 


VI Tracking System 

1. Draft Help Desk functionality

VII Visual guidance for ontology navigation 

1. Develop methods and tool to navigate large ontologies using map-based or other visual-based approaches. Also, develop method to access and select ontology terms to be passed to annotation applications.
CORE 1: UVIC

1. Get the Jambalaya Applet up and running on the webportal. Jambalaya is a plugin for Protege for visualizing ontologies. 

· Update - Demo version is posted here. Feel free to test it out and give us feedback! It is quite a large applet (due to all the OWL Jar files) and might take a few minutes to load on slow connections. 

2. Investigate using Mylar inside Protege. 

Mylar is a tool that makes working with large datasets much easier by monitoring user interaction and creating a context from the subset of the system that is relevant to the task at hand. Once explicit, this task context drives the user interface (in this case Protege) to highlight the interesting elements, filter out the uninteresting, and actively search for related information. The result is a significant reduction in the amount of scrolling, navigating, and searching required to complete a task. Mylar’s facilities for working with task contexts also facilitate task planning, context switching, reusing past efforts, and sharing expertise. 

Mylar was originally written as a plugin for Eclipse, but our goal is to see if its core functionality can also be used inside Protege. 

For more information go to the Mylar Website 

Retrieved from "http://smi.stanford.edu/projects/cbio/mwiki-internal/index.php/Visualization_tasks_for_ontologies_%28Core_1%29_and_annotations_%28Core_2%29"

CORE 1: MAYO

1. Identify places where Mayo could contribute to the project in the next 3-6 months 

1. Existing software and tools 

2. Knowledge 

3. Technical resources 

2. Learn and understand cBIO components and architecture 

CORE 2: BERKELEY

1. Collaborate with Cambridge and Oregon groups to develop a Phenotype Annotation Plug-in prototype for the OBO-Edit software tool that will eventually work with internal FlyBase and ZFIN annotation methods and environments. 

2. Finalize schema for the Open Biomedical Data (OBD) repository, to store the phenotype annotation data and replicate OBO

3. Initiate development of an OBD API

4. Finalize OBD Data View for Phenotype annotation tool

CORE 3: CAMBRIDGE/OREGON
1. Prioritize list of 187 human genes from OMIM with orthologs in Drosophila melanogaster and Danio rerio to annotate phenotypes

2. Collaborate with Berkeley group to develop a Phenotype Annotation Plug-in for the OBO-Edit software tool that will work with internal FlyBase and ZFIN annotation methods and environments

3. Add constraints and clean-up Phenotype and Trait Ontology (PATO) logical content to move from Entity:Attribute:Value to Entity:Attribute model

4. Add biological information to PATO to enable production use of ontology

CORE 5/6: BUFFALO

1. We will hold two workshops in Stanford on March 2-3 and March 24-25. 

· The first is a multi-purpose in-house meeting designed to integrate the ontology development activities of the Center and the methodologies used. 

· The second is a true outreach event with the prime goal of contributing to the coordination of the many NIH-funded image- and imaging-ontology based projects currently funded by the NIH. See http://ontology.buffalo.edu/06/IO for further details. The latter will involve considerable preparatory collaboration between Center staff (mainly Daniel Rubin and Barry Smith) and non-center scientists. 

2. We will continue organizational and preparatory activity for several further workshops: 

· Training Course in Biomedical Ontology, Schloss Dagstuhl, May 21-24 2006: http://ontology.buffalo.edu/06/os2/index.html 

· Biomedical Ontology Workshop in association with FOIS 2006 (Formal Ontology and Information Systems) and the AMIA KR-SIG, John Hopkins University, November 6-8, 2006. 

· All NCBC ontology-workshop to be held in Columbia University, in association with Andrea Califano. 

· Plus we plan various tutorials and workshops organized under the auspices of larger conferences, including ISMB in Brazil, ASHG 2006 in New Orleans. 

3. Barry Smith will continue his work with Suzanna Lewis, the Center's post-docs, and others on the preparation of a definitive set of training materials for ontology groups outside the Center. 
4. We will create objective measures for the quality (usefulness, usability, reliability, etc) of ontologies

5. We will develop best practices in bioontology research

6. We will draft initial criteria for evaluating ontologies that are submitted to OBO
